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/
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	과제번호
	


【 ORDER INFORMATION 】
	Species :
	□ Human
	□ Others (                  )

	Cancer Type :
	                            


	1. Application (Array)

	Type
	□ Expression array
	□ SNP array

	Platform
	□ 
	□ 

	# of Samples :
	□ 
	□ 


	2. Application (NGS)

	Type
	□ Whole Genome Sequencing
	□ Whole Exome Sequencing
	□ RNA-seq

	Sequencing
Platform
	□ Illumina HiSeq2000/2500
□ 
	□ Illumina HiSeq2000/2500
□ 
	□ Illumina HiSeq2000/2500
□ 

	Sequencing Method :
	□ Paired End Sequencing


	Enrichment
System :
	
	□ Illumina TrueSeq

□ Roche NimbleGen

□ Agilent SureSelect
	

	Median Depth :
	□ 30x
□ 50x
□ 100x
□           
	□ 30x
□ 50x
□ 100x
□           
	□ 30x
□ 50x
□ 100x
□           

	# of Samples :
	□           
	□           
	□           


	3. Application (Others)

	Type
	□ CHIP-seq
	□ Amplicon Seq
	□ Cancer Panel

	Platform
	□ 
	□ 
	□ 

	# of Samples :
	□ 
	□ 
	□ 


	
	
	


【COMMENT】
	1. Data Description
(e.g. data origin, cancer type, clinical information (stage or pathology info, sub-type)

2. Keywords (based on your priority genes/proteins)

3. References (at least 3 papers)
Review papers based on your keywords and your disease model
4. Interests (please check them at most 2 items)

Sustaining proliferative signaling (  ), evading growth suppressors (  ), avoid immune destruction (  ), enabling replicative immortality (  ), tumor promoting inflammation and microenvironments (   ), activating invasion and metastasis (   ), inducing angiogenesis (   ), genome instability and mutation (   ), resisting cell death (   ), deregulating cellular energetics (   )
5. Characteristics
Highly clinically applicable (      )

Highly crucial in basic science (      )

6. Collaborators in projects

7. Acknowledgement
□ Yes                               □ No (Reason:                              )
8. Authorship of data analyst

9. Clinical Information (Excel)
Cancer grade/TNM stage of all sequencing data
TIME TO EVENT




분석의뢰자:                          (인)

연구책임자:                          (인)

분석 의뢰 접수자:  김종광  (031-920-2582) (인)

분석 서비스 책임자:         (031-920-     ) (인)
